[Application of quantitative proteomic analysis for cancer therapy using "reverse-phase" protein lysate microarrays].
Proteomic analysis using quantitative high-throughput technology can provide new insights in cancer therapeutics. It can reveal how cancer cells respond to given therapies by measuring multiple dimensions of information, from which dynamic proteomic responses can be observed. A lack of high throughput proteomic technologies has previously limited such multi-dimensional approaches. We have developed a high-throughput, "reverse-phase" protein microarray system which can handle more than 20,000 lysate features on a single glass slide. Subsequent immunochemical detection methods allow us to monitor protein expression in a quantitative manner as a function of both time and drug dosage. The data generated using this RPA technology has proved to be an excellent reference for theoretical protein network modeling in vitro. Clinical evaluation of drug efficacy based on the data generated by this technology may provide a means to accurately predict the effectiveness of cancer therapies.